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Microbial Nanoculture as an Artificial Microniche
Abstract
Microbes self-organize in microcolonies while transitioning to a sessile form within a protective biofilm
matrix. To enable the detailed study of microbial dynamics within these microcolonies, new sessile culture
systems are needed that sequester cells and mimic their complex growth conditions and interactions. We
present a new nanoliter-scale sessile culture system that is easily implemented via microfluidics-enabled
fabrication. Hundreds of thousands of these nanocultures can be easily generated and imaged using
conventional or confocal microscopy. Each nanoculture begins as a several nanoliter droplet of suspended
cells, encapsulated by a polydimethylsiloxane (PDMS) membrane. The PDMS shell provides long-lasting
mechanical support, enabling long term study, and is selectively permeable to small molecules including
antibiotics, signaling molecules and functional fluorescent probes. Thus, as microcolonies mature within the
nanocultures, they can be stressed or interrogated using selected probes to characterize cell physiological
properties, antibiotic susceptibilities, and antagonistic interactions. We demonstrate this platform by
investigating broad ranges of microcolony dynamics, including direct and indirect bacterial-fungal
interactions. This versatile new tool has broad potential for addressing biological questions associated with
drug resistance, chronic infections, microbiome dynamics, and antibiotic discovery.
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Microbial Nanoculture as an 
Artificial Microniche
Tagbo H. R. Niepa1, Likai Hou1,2, Hongyuan Jiang2, Mark Goulian3, Hyun Koo4, 
Kathleen J. Stebe1,*, & Daeyeon Lee1,*
Microbes self-organize in microcolonies while transitioning to a sessile form within a protective biofilm 
matrix. To enable the detailed study of microbial dynamics within these microcolonies, new sessile 
culture systems are needed that sequester cells and mimic their complex growth conditions and 
interactions. We present a new nanoliter-scale sessile culture system that is easily implemented via 
microfluidics-enabled fabrication. Hundreds of thousands of these nanocultures can be easily generated 
and imaged using conventional or confocal microscopy. Each nanoculture begins as a several nanoliter 
droplet of suspended cells, encapsulated by a polydimethylsiloxane (PDMS) membrane. The PDMS 
shell provides long-lasting mechanical support, enabling long term study, and is selectively permeable 
to small molecules including antibiotics, signaling molecules and functional fluorescent probes. Thus, 
as microcolonies mature within the nanocultures, they can be stressed or interrogated using selected 
probes to characterize cell physiological properties, antibiotic susceptibilities, and antagonistic 
interactions. We demonstrate this platform by investigating broad ranges of microcolony dynamics, 
including direct and indirect bacterial-fungal interactions. This versatile new tool has broad potential 
for addressing biological questions associated with drug resistance, chronic infections, microbiome 
dynamics, and antibiotic discovery.
Microbes play diverse roles, as infectious and therapeutic agents, as producers of toxins and pharmaceuticals, 
as foulants and remediators, and others that we continue to unveil, both beneficial and deleterious, in nature, 
human health1, and industrial applications2. As communal interactions are key to their survival, microbes typ-
ically self-organize in microcolonies, precursors to biofilms, comprising aggregates of sessile cells that secrete 
polysaccharides, enzymes, and other molecules to communicate and to form a protective matrix. Within these 
aggregates, physical and chemical heterogeneities modulate local intercellular interaction and growth, and spatial 
compartmentalization allows physicochemical challenges to develop associated with changes in pH3, and gradi-
ents in nutrients and chemicals4. The microevolution and the adaptability of cells within such microniches, and 
their subsequent maturation into biofilms are implicated in biofouling, and in persistent infection5–9. In cystic 
fibrosis, for instance, microbes elude the immune system and resist antibiotic treatment10 via the formation of 
microcolonies in the alveoli11 to establish a diverse and resilient ecosystem12,13. In this environment, cells trade 
their planktonic (free-swimming) lifestyle for restricted but safe confinement in starving biofilm communities 
surrounded by phagocytic cells. There, they engage in cooperative or competitive interactions to acquire new 
antibiotic resistance through physical, chemical and genetic interactions.
In spite of their importance, there is a paucity of information on microbial dynamics within these microco-
lonies. To develop this field, new sessile culture systems are needed that mimic the complex growth conditions 
and physico-chemical interactions in these microenvironments. An ideal system would be easily implemented 
at low cost from readily available materials to provide reproducible conditions within a microniche. Such a plat-
form could be used to investigate broad ranges of microcolony dynamics, including microbial pathophysiology 
and inter-species interactions, and could pave the way to new approaches to control their microevolution more 
effectively. If the platform also allowed communication with its internal and external environments by permitting 
nutrient or chemical fluxes, biological questions like those associated with interactions of adjacent cells within 
the microcolonies4,14, and finite concentration of small molecules, could be addressed15. Such studies could help 
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decipher the complex nature of the biofilms16, and explain how community behavior can be modified by sub-
verting the communication patterns of cells or changing the surrounding milieu, e.g. by forcing them to sense 
signaling molecules under physical confinement17. Furthermore, such systems would provide new avenues to 
explore, within a controlled space, cross-kingdom microbial interactions and inter-species dynamics, which are 
dependent on time and growth-phase, and which are critical to find new bioactive metabolites.
Confined cell culture systems that address some of these needs have recently been developed. Diffusion 
growth chambers are one example; such systems successfully contain microorganisms within a physical barrier, 
while sustaining nutrient availability and transport of secondary metabolites. One such system, the iChip, has had 
remarkable success in the screening for new bioactive molecules following the growth of challenging microbial 
species in situ18. However, this system has some limitations. Inoculation can be time consuming and expensive. It 
requires micromachining of multiple chambers (∼ 200 for iChips) to isolate cells, and allows only a single growth 
condition to be studied for each microfabricated platform. A second approach, based on microfluidics, generates 
water-in-oil-in-water (W/O/W) emulsions to encapsulate, isolate and culture bacteria cells19; this is an inex-
pensive, easy and rapid means of isolating cells in multiple microcompartments (300,000 capsules in 10 min). 
However, the fragility of the emulsion droplets and limited understanding of mass transfer in these systems pose 
challenges for robust, long-term studies of cell growth.
Inspired by these studies, we have developed nanoliter-scale growth chambers that combine some of the 
advantages of both systems into a multifunctional microbial nanoculture system. Using a microfluidics method 
to control the amount of inoculum, and the size and the generation rate of the nanocultures, we grow micro-
colonies with variable cell density in a highly reproducible manner. We use polydimethylsiloxane (PDMS), an 
inexpensive non-toxic material, to form a robust membrane surrounding a cell suspension of 0.5–5 nanoliter; 
because water can permeate across the PDMS shell, the volume of the nanoculture can be further manipulated 
via osmotic stress. The robustness of the shell allows these compartments to be exposed to shaking/stirring con-
ditions, which is typically necessary to facilitate gas transfer. In addition, The PDMS-based nanoculture exhib-
its selective permeability to various low molecular species including antibiotics, fluorescent dyes, and signaling 
biomolecules. We use the selective permeability as a feature to spur or alter microbial growth via the addition 
bioactive molecules in the external phase. Thus, we introduce a multifunctional, tunable nanoculture system to 
encapsulate and grow bacteria and fungi (in single or co-culture models), and to interrogate the cells with specific 
molecules. We illustrate the versatility of this platform in the study of complex microbial growth dynamics, as well 
as in inter-kingdom interactions within compartmentalized microenvironments, which could ultimately lead to 
the discovery of new bioactive molecules.
Results and Discussion
Characterization of PDMS Nanoculture systems. PDMS nanocultures were generated at a frequency 
as high as 235 Hz using a glass capillary microfluidic device (Supplementary Fig. S1). The W/O/W double emul-
sions were collected in a saline solution containing 154 mM NaCl, and incubated at 37 °C for 24 h to induce 
crosslinking of PDMS, in the presence or the absence of 5% CO2 according to the cell growth requirements. This 
procedure results in the formation of capsules with nanoliter chambers; we call each of these capsules a nanocul-
ture (Fig. 1a). PDMS was selected because this biocompatible polymer can be cured to form mechanically robust 
membranes that withstand manipulation without breaking. More importantly, PDMS is known to be permeable 
to water as well as small molecules, which will play a crucial role in the functionality of these nanocultures20,21. 
As shown in Fig. 1b, the imposition of a strong osmotic stress (10% NaCl) for 5 h around nanocultures that had 
been polymerized after 24 h of incubation at 37 °C resulted in wrinkling and collapse of the PDMS nanocultures 
(Supplementary Video S1) without the loss of cells, indicating that the crosslinked PDMS shell is water-permea-
ble, pliable and mechanically robust.
Growth kinetics of model organisms including Pseudomonas aeruginosa and Escherichia coli (bacteria), and 
Candida albicans (fungus) were investigated in the PDMS nanocultures. For instance, Fig. 1c shows that P. aerugi-
nosa PA14 cells were successfully grown overnight in nanocultures containing ultrafiltered tryptone-yeast extract 
broth (UFTYE, low molecular weight < 10 kDa). Real-time monitoring of PA14 cells within the PDMS nano-
culture demonstrated that the exponential growth phase was reached between 6 h–14 h of incubation (Fig. 1c, 
Supplementary Video S2), followed by the stationary stage. This trend was very similar to the growth of PA14 in 
a normal culture. Cell growth within the nanoculture also corroborated with the increased volume of the nan-
ocultures (from 4–5.2 nL), which we attributed to the generation and accumulation of free metabolites, and the 
associated osmotic pressure gradient across the membrane that drives swelling of the core by water permeation 
prior to the complete curing of the PDMS shell.
This ability of water to permeate the PDMS shell is essential to tune the microniche dynamically. For example, 
osmotic pressure differences between exterior and interior can be adjusted to control cell confluence within the 
nanoculture. Incubation of the microniches in solutions with increasing salinity (154, 600, and 1000 mM NaCl) 
resulted in osmotic pressure-induced shrinking of the nanocultures, and concomitant increased cell confluence 
(Fig. 1d1–3). The osmotic annealing also caused the shell thickness to increase (from 7 to 20 μ m), likely enhanc-
ing the mechanical durability of the shell, and making the microniche stable for long-term studies.
To test the robustness and durability of the nanoculture system, we evaluated the persistence of P. aeruginosa 
PA14 Δ pelA in the nanoculture for several months. P. aeruginosa can survive under nutrient-deficient conditions 
for a period of 12 months22. PA14 Δ pelA was chosen for its lack of PelA expression, a major polysaccharide of the 
PA14 biofilm matrix that also accounts for the initial attachment and aggregation of individual bacterial cells23. 
Preventing the formation of the biofilm matrix facilitates tracking the motion of viable cells within the nanocul-
tures. The cells indeed persisted in the PDMS nanocultures, and remained viable under nutrient limitation over 
a period of 7 months (Supplementary Video S3). Meanwhile, the nanocultures remained intact, demonstrating 
that the robustness and durability of our system could enable the cultivation of microorganisms in their natural 
www.nature.com/scientificreports/
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environment and/or advance the systematic understanding of starvation and bacterial persistence by examining 
phenotypic changes of the cell.
Growth control through semi-permeability of PDMS nanoculture system. While water permea-
tion is a powerful tool, the ability to introduce small molecules such as fluorescent probes and antibiotics into the 
cell growth chamber would expand the utility of the nanoculture system. For instance, many bacteria are known 
to secrete small molecules to spur biofilm growth24. If such molecules can be transported across the PDMS mem-
brane, the growth dynamics of cells residing in the nanoculture could be influenced by another community in 
the external phase; such studies could enable the discovery of new bioactive molecules capable of promoting or 
impeding cell growth.
To investigate this concept, we tested whether cells growing inside the nanoculture could be affected by the 
presence of small molecules outside the capsule. E. coli RP437 cells were encapsulated in the nanocultures, incu-
bated in 154 mM NaCl solution, and grown overnight to reach stationary stage at 37 °C (Fig. 2a1). The nano-
cultures were then transferred to a supernatant from an overnight culture made with the same strain grown in 
a 250 mL flask. The result, shown in Fig. 2a2, clearly shows that the addition of the supernatant in the external 
environment of the nanocultures promoted cell growth compared to the control with no supplementation. To 
confirm that the resulting cell confluence could not be attributed to water outflow via osmotic stresses, the same 
experiment was repeated, with the sole exception that the nanocultures were re-inoculated in sterile growth 
medium only, i.e. without signaling molecules, metabolites or waste products. No significant enhancement in cell 
density was observed (Fig. 2a3), suggesting the increase in the cell density was indeed associated with the flux of 
bioactive molecules across the PDMS shell.
The utility of the nanoculture system would be further enhanced if one could assess other features like cell 
activity and cell vitality within the microcolonies using appropriate fluorescent probes. We demonstrate this 
capability by culturing P. aeruginosa PAO1 cells in the nanoculture, and adding different functional dyes to the 
external phase. PAO1 cells were successfully stained after re-suspending the 24 h-nanocultures in a solution con-
taining 1.5 μ L/mL Syto 9, a green fluorescent nucleic acid dye (MW = 534.44 g/mol). The staining allowed the 
visualization of PAO1 accumulation at the inner wall of the nanocultures (Fig. 2b1) as well as a large number of 
cells that remained active and motile within the nanocultures after incubation for 24 h (Supplementary Video 
V4). Similarly, acridine orange, another fluorescent probe that emits a green or red fluorescence based on the 
Figure 1. Pseudomonas aeruginosa in the PDMS nanocultures. (a) The cells were encapsulated in the 
nanocultures containing UFTYE medium and incubated at 37 °C for 24 h. (b) Osmotic annealing of PDMS after 
curing. The PDMS nanocultures were cured by incubating at 37 °C for 24 h, conferring mechanical robustness to 
withstand osmotic annealing in 10% NaCl solution (scale bar: 50 μ m). (c) The growth kinetics of P. aeruginosa PA14 
in PDMS nanoculture. Nanocultures containing PA14 cells in UFTYE medium were collected in 154 mM NaCl 
solution and cell growth was monitored at 37 °C for 16 h using a microscope. The volume of each culture was ∼ 4 nL. 
Growth in the nanocultures correlated with an increase in size of the nanocultures from 4 to 5.4 nL. For comparison, 
the cell count for the PA14 grown in a shaken flask is also presented (batch). The data were scaled down to a volume 
of 0.5 nL, representing a field of view with a radius of 103.5 μ m (average radius of the nanoculture) and height of 15 μ 
m (cell+ flagellum). Standard deviations are shown. (d) Osmotic annealing of the nanoculture during PDMS curing. 
The nanocultures of PA14 cells in UFTYE medium collected and incubated in solutions with increasing NaCl 
concentration (0.154, 0.6 and 1 M). Water diffusion out of the nanocultures occurred during the polymerization of 
PDMS, resulting in the thickening of the PDMS shell (7, 14, and 20 μm for nanocultures in 0.154, 0.6 and 1 M NaCl, 
respectively) and in higher confluence of the encapsulated cells (scale bar: 10 μ m; inset scale bar: 50 μ m).
www.nature.com/scientificreports/
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interaction with double stranded DNA or single stranded RNA expressed by the PAO1 cells, respectively, was 
successful in staining PAO1 cells within the nanocultures after 24 h incubation (Fig. 2b2). We then characterized 
cell viability by means of a third functional probe, propidium iodide (PI) that detects dead cells. Surprisingly, the 
dead cells were detected only when 1.5 μ L/mL PI was introduced in the original cell suspension during encapsu-
lation, instead of to the external phase (PI, MW = 668.39 g/mol). These results suggest that the PI does not cross 
the shell of the nanoculture, which we attribute to the low solubility of PI (a charged fluorescent dye) in PDMS25.
Another potential significant application of the nanoculture would be their exploitation as tools for high 
throughput screening for new antibiotics. The high frequency and reproducible generation of the nanoculture 
could facilitate the encapsulation, isolation and growth of multiple unculturable bacterial species, thought to 
secrete bioactive molecules with antimicrobial properties. The robustness and durability of the nanocultures 
could enable incubation of the microniches in their original environments (e.g. soil load, sea water). The nanocul-
ture could be introduced in cultures of pathogenic strains to directly characterize the antimicrobial compounds 
secreted by competing species, especially if we can control the selectivity of the nanocultures. Furthermore, the 
nanoculture system could facilitate the study of multidrug resistance through screening of a library of mutants 
exposed to various antibiotics. However, to enable these discoveries, it is critical to understand whether antibiot-
ics can transport through the PDMS shell and to understand what factors determine their permeability in PDMS.
We tested permeability of the nanoculture shell to various antibiotics by monitoring antibiotic suscepti-
bility. Four classes of antibiotics, including β -lactam ampicillin (Amp), aminoglycoside tobramycin (Tob), 
Figure 2. Diffusion of small molecules including signaling molecules and fatty acids into PDMS 
nanoculture could promote cell growth. Nanocultures of E. coli RP437 (a1) were incubated at 37 °C for 24 h in 
a supernatant solution (a2) collected from a E. coli RP437 overnight culture, which resulted in further increase 
of cell density within the nanocultures. Growth in the presence of supernatant solution was much significant 
compared to when the nanoculture were resuspended in sterile growth medium only (a3). (b1) Staining of 
PDMS nanoculture systems with Filmtracer™ LIVE⁄DEAD® Biofilm Viability Kit revealed PDMS nanocultures 
are permeable to Syto 9 but not to Propidium Iodide. (b2) Staining of PDMS nanoculture with acridine orange 
is a complementary approach to assess cell vitality within the nanocultures. PAO1 cells were successfully stained 
with acridine orange to report metabolic activity through RNA expression in a 24 h nanoculture. (c) PDMS 
nanocultures were also permeable to antibiotic Amp. The antibiotic inhibited the growth of the E. coli RP437 
cells during the 24 h incubation period. The inability of Tob to cross PDMS nanoculture and to kill bacterial cells 
suggested both chemistry and size-based selectivity of the nanoculture system.
www.nature.com/scientificreports/
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fluoroquinolone ciprofloxacin (Cip), and tetracycline (Tet), known to have various killing mechanisms26, were 
tested on E. coli RP437 cells. All of these antibiotics exhibit strong inhibitory activities against E. coli RP437 cells 
when the cells are directly exposed to the drugs (Supplementary Fig. S2a). E. coli RP437 expressing a red fluo-
rescent protein (RFP) was encapsulated in PDMS nanocultures and incubated at 37 °C for 24 h under different 
antibiotic concentrations. The results in Fig. 2c clearly demonstrate that the growth of RFP-expressing E. coli was 
affected by 50 μ g/mL Amp and 5 μ g/mL Cip, proving that the β -lactam Amp and the fluoroquinolone Cip crossed 
the PDMS shell. In contrast, the aminoglycoside Tob exhibited limited transport through the PDMS shell, as no 
growth inhibition was observed. Also, Tet (tetracylcine) was impermeable to the PDMS nanoculture. The inability 
of Tob (aminoglycoside) and Tet to permeate through the PDMS shell was also confirmed on nanocultures of P. 
aeruginosa PA14 cells, as the PA14 cells proliferated in the nanocultures incubated in the presence of 100 μ g/mL 
Tet or 100 μ g/mL Tob27,28 (Supplementary Fig. S2b).
Our first speculation was that the molecular weight of the compounds might be a factor in dictating their 
flux through the PDMS shell. The permeable antibiotics, Cip and Amp, have a molecular weight of 331.42 and 
349.42 g/mol, respectively, smaller than 444.43 and 467.51 g/mol, the molecular weights of the impermeable anti-
biotics Tet and Tob, respectively. However, we have detected the transport of molecules that have molecular 
weight as large as 700 g/mol (Supplementary Fig. S3) and also observed that small molecules such as glucose and 
sucrose do not cross the shell, suggesting that the permeability of the nanocultures is not trivially linked to the 
molecular weight of the molecules. Because permeation through PDMS involves the partitioning of a molecule 
from the external phase to the polymer phase, it is highly plausible that the solubility of the solute in PDMS is 
an important factor. While the partition coefficient of each molecule between water and PDMS would provide 
a quantitative description of such solubility29, such information is not readily available. As a proxy for solubility, 
we calculate the Flory–Huggins interaction parameter (χ ), a measure of the magnitude of enthalpic interactions 
between the repeat unit of PDMS and each antibiotic or solute30,31 (See Supplementary Information for detailed 
calculations of χ ).
Our results (Fig. 3) demonstrate that the miscibility of PDMS with Amp (χ = 4.08), Cip(χ = 4.37), and water 
(χ = 5.83) are significantly greater than that of glucose (χ = 18.72), Tet (χ = 22.22), and sucrose (χ = 30.99). 
Glucose, Tet and sucrose have very large interaction parameters, suggesting that they do not mix well with PDMS, 
and therefore are essentially impermeable in PDMS. These results point to the importance of understanding 
the interactions between the material that forms the physical barrier for the nanoculture and the permeant by, 
for example, varying the composition of the shell to tailor the selective permeability of the nanoculture system. 
While we cannot estimate the Flory-Huggins parameter between PDMS and PI (the dye that did not cross the 
PDMS shell), we suspect that the low solubility of PI may be attributed to its unfavorable enthalpic interactions 
with PDMS.
Assessing antagonistic inter-kingdom interaction in nanoculture system. The nanocul-
ture provides a platform to investigate cross-kingdom interactions, which are commonly encountered in 
biofilm-associated infections in humans, including oral, respiratory, and urinary tract diseases32,33. Studies of 
competitive or antagonistic interactions have contributed to the discovery of numerous antibacterial or antifun-
gal compounds34–36. While high throughput screening of cells and complex biofilm models exist, there remain 
significant challenges associated with the analysis of inter-kingdom interactions within localized physical niches, 
or of the chemical exchanges that occur in situ in microcolony-like environments. Spreading the bacteria and 
fungi on an agar plate to study cross-kingdom interactions also presents several challenges37. This method 
Figure 3. Flory-Huggins interaction parameter between PDMS and several molecules demonstrates the 
existence of a threshold χ value for molecules crossing the shell of the nanocultures. 
www.nature.com/scientificreports/
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requires significant supplies, limits testing to a few conditions, and may lead to false positives because of the exist-
ence of slow-growing cells. Furthermore, this approach fails to address the effects of the physical and chemical 
fungal-bacterial interactions on cell viability simultaneously and thus it becomes challenging to explore the full 
potential of the secondary metabolites produced by microorganisms in the presence of pathogens. To overcome 
these challenges, we chose to spatially sequester one microbial species while investigating how growth dynam-
ics are impacted by chemical exchange (i.e., without physical contacts between cells) and communication with 
another species across the shell of the nanoculture. Such a situation may be especially important in modeling 
and studying competition or cooperation among microbes in multispecies communities, factors that are key to 
identifying new bioactive metabolites and signaling molecules.
Two distinct conditions were tested to illustrate antagonistic (competitive) cross-kingdom dynamics based on 
physicochemical interactions or chemical exchange between the fungus C. albicans and the bacterium P. aerugi-
nosa PA14. In one batch, the bacterial strains were grown together with C. albicans as nanocultures (both bacteria 
and C. albicans inside, Fig. 4b1). In the other batch, C. albicans were grown alone in the nanocultures, and the 
C. albicans nanocultures were incubated in 24-well plates containing the bacterial culture (bacteria outside of 
C. albicans-containing nanocultures, Fig. 4b2). Control experiments were performed with C. albicans grown 
within nanocultures but without bacteria (i.e., bacteria neither inside nor in the external phase). In these exper-
iments, confluent colonies of yeast and hyphae formed (Fig. 4a). Yeast and hyphae represent the unicellular and 
vegetative multicellular (or filamentous) states of C. albicans, respectively, and can be distinguished from each 
other by their distinct shapes; yeast are single round cells, whereas hyphae have elongated germ tubes38.
Our model of cross-kingdom dynamics not only reproduces the current understanding of direct (physico-
chemical) and indirect (chemical) Candida-Pseudomonas interactions32, but also illustrates how spatial isola-
tion influences competition in polymicrobial communities. In both cross-kingdom settings (b1 and b2 in Fig. 4) 
C. albicans failed to form confluent colonies as occurred in the absence of P. aeruginosa PA14 cells, suggesting 
some competition. However, strong antagonistic interaction occurred when PA14 physically interacted with C. 
Figure 4. The microbial nanoculture system as a new platform to study cross-kingdom dynamics between 
C. albicans and P. aeruginosa PA14. Yeast and hyphae of C. albicans were found in nanoculture when the 
yeast was encapsulated without bacteria (a). However, C. albicans were killed in cocultures containing PA14 
cells (b1). The isolation of C. albicans in nanocultures incubated in bacterial culture with PA14 cells shows that 
growth inhibition of C. albicans. Moreover, the cells remained as yeast in the nanocultures when incubated in 
PA14 culture (b2). (scale bar: 50 μ m).
www.nature.com/scientificreports/
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albicans in the nanoculture (Fig. 4b1), as the bacteria dominated the cocultures. This indicates that P. aeruginosa 
PA14 inhibited the growth of C. albicans and killed the co-encapsulated yeasts via chemical and/or physical 
interactions. Since the yeasts commonly secrete farnesol to decrease bacterial virulence39, it is more likely that C. 
albicans killing achieved in the co-encapsulated model was associated with relatively high population density of 
PA14 cells in the nanocultures, compared to C. albicans. Interestingly, a prior study by Hogan et al.40 reported that 
physical interaction between P. aeruginosa and C. albicans in hyphae form provokes killing of the fungus, whereas 
our work suggest that such interactions could also be detrimental to the yeast, which were eradicated from the 
nanocultures. However, when the physical interaction between the two cell types is eliminated (Fig. 4b2), a small 
number of C. albicans in the yeast form are observed with a negligible amount of hyphae in the nanoculture 
(Fig. 4b2). This finding indicates that some metabolic by-products secreted by the PA14 cells, such as the phena-
zines41, could permeate into the fungal nanoculture and trigger a response by C. albicans. The yeast, sensing the 
bacterial chemical attack, may have activated their defense mechanism by repressing hyphal growth. Overall, the 
versatility of the nanocultures allows us to validate that physical interaction is not necessary to inhibit hyphal 
growth32, a finding that is essential to further explore cross-kingdom microbial pathogenesis and screen for new 
bioactive molecules.
Conclusions
Inspired by bacterial microcolonies that form during the initial stages of biofilm development, we have developed 
microbial nanocultures that artificially sequester cells within a biocompatible and semipermeable PDMS mem-
brane. Using microfluidic technology, we can create hundreds of nanocultures per second, while controlling their 
size and cell density to mimic microcolony microenvironments. The nanocultures provide a unique opportunity 
to confine cells within a physical barrier and to investigate their response to chemical, physical and biological 
stressors that are selectively permeable to PDMS. We used this novel platform to evaluate cell functionality by 
infusing or entrapping molecular probes including antibiotics and microbial signaling molecules in the nanocul-
tures, which led to the finding that the selectivity of the nanocultures critically depends on the miscibility of these 
molecules in the shell material (PDMS). The nanoculture system presented in this work is a versatile vehicle to 
study the short- and long-term multispecies microbial interactions and to address fundamental questions rele-
vant to human drug-resistant infections, and antibiotic discovery. While the selective permeability of the current 
nanoculture depends on the interactions between PDMS and permeant, our future work will focus on engineer-
ing the encapsulation material in order to achieve selectivity toward molecules of interest. This system can lead to 
a novel platform to help unveil how microbes orchestrate antibiotic resistance, interspecies social behavior, and 
competitive cross-kingdom interactions.
Methods
Microorganisms and growth conditions. C. albicans SC 531442, E. coli RP437/pRSH109 and E. coli 
RP437motB580/pRSH103 (a gift from Dacheng Ren43), P. aeruginosa PAO1, PA14 and PA14 Δ pelA (a gift from 
Knut Drescher16) were utilized to grow the nanocultures. The cells were cultured in buffered low-molecular 
weight medium referred to as ultrafiltered tryptone-yeast extract (UFTYE) broth. The UFTYE medium con-
taining 2.5% tryptone, 1.5% yeast extract and 1% glucose had a molecular-weight cut-off of 10 kDa (Millipore). 
The pH of the medium was adjusted to 5 and 7 to growth C. albicans and bacteria, respectively. Briefly, 25 mL of 
UFTYE medium were introduced in a flask to culture the cells overnight. Then, 50 μ L aliquots were introduced in 
5 mL UFTYE medium to constitute the inner phase of the microfluidics. The middle phase was encapsulated in 
PDMS to generate nanocultures, which were incubated at 37 °C in the presence or the absence of 5% CO2.
Fabrication of microfluidic devices. We make use of a glass-capillary microfluidic device with hydrodynamic 
flow-focusing and coflowing geometry to generate the W/O/W PDMS capsules, as described previously44,45. 
Briefly, two circular capillary tubes with inner and outer diameters of 0.58 mm and 1.03 mm (World Precision 
Instrument Inc.) were tapered to desired diameters using a micropipette puller (P-1000, Sutter Instrument Inc.) 
and a microforge (Narishige MF-830). The inner diameters of tapered tubes for the injection of a bacteria phase 
and the collection of capsules were 40 μ m and 200 μ m, respectively. The outside of the glass capillary tube for 
inner fluid was hydrophobically functionalized with octadecyltrichlorosilane (OTS). This chemical treatment 
enhances the wettability of the PDMS outside the capillary tube, and facilitates the formation of capsules. The two 
tapered capillary tubes were inserted into a square capillary with an inner dimension of 1.05 mm, and the distance 
between the two tubes for inner bacteria and collection was adjusted to be 120 μ m. Subsequently, a transparent 
epoxy was used to seal the tubes where required.
Generation of PDMS capsules with bacteria encapsulated. The microfluidic device was mounted 
on an inverted optical microscope (Eclipse TE 200, Nikon). Then, the three fluid phases were delivered to the 
microfluidic device through polyethylene tubing (Scientific Commodities) attached to syringes (SGE) that were 
driven by positive displacement syringe pumps (Harvard Apparatus, PHD 2000 series). The drop formation was 
monitored with a high-speed camera (Phantom, Vision Research) attached to the inverted microscope. The inner 
aqueous phase consists of bacteria suspended in culture medium; the middle phase consists PDMS (Sylgard 
184, Dow Corning) with 25 wt% low viscosity silicone oil (50cSt, S159-500, Fisher Scientific) and 10 wt% curing 
agent. The outside phase comprises 5 wt% poly(vinyl alcohol) aqueous solution (PVA, 87–89% hydrolyzed, aver-
age MW = 13 000–23 000, Aldrich).
Staining and imaging of the nanocultures. Acridine orange (Sigma Aldrich), and Filmtracer™ 
LIVE/DEAD® Biofilm Viability Kit (Thermofisher Scientific) containing Syto9 and propidium iodide were 
the fluorescent dyes used in this study. To stain cells in the nanocultures, acridine orange was diluted to a final 
concentration of 15 μ M. For Syto9 and propidium iodide, 1.5 μ L of dye solution in the kit were added to 1mL of 
www.nature.com/scientificreports/
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sample. In all cases, staining was performed for 30 min and the samples were gently washed to remove excess dye. 
The nanocultures were visualized after 24 h of incubation at 37 °C using the Zeiss Axioimager M1 Epifluorescence 
and Brightfield Microscope (Zeiss, Germany). A LEICA Laser Scanning Confocal Microscope was used to per-
form fluorescent imaging of nanocultures of Escherichia coli RP437/pRSH 109 and Escherichia coli RP437 (motB) 
580/pRSH, as well as nanocultures stained with fluorescent dyes. In all cases, the samples were collected in the 
SecuresealTM chamber (Grace Bio-labs) for imaging. The chambers were sealed to prevent micromotion due to 
drying of the samples.
Antibiotic susceptibility. To assess the susceptibility of cells within the nanocultures to antibiotics, antibi-
otics including Amp, Cip, Tet and Tob were introduced in a suspension containing the nanocultures. The antibi-
otics were added at concentrations comprising between 0–100 μ g/mL before the nanocultures were incubated at 
37 °C overnight. The next day, the nanocultures were image to evaluate cell growth within the nanocultures. All 
experiments were performed at least in triplicate.
References
1. Youngster, I. et al. Oral, capsulized, frozen fecal microbiota transplantation for relapsing Clostridium difficile infection. JAMA-J. 
Am. Med. Assoc. 312, 1772–1778 (2014).
2. Lewis, K. Platforms for antibiotic discovery. Nat. Rev. Drug Discov. 12, 371–387 (2013).
3. Mah, T.-F. C. & O’Toole, G. A. Mechanisms of biofilm resistance to antimicrobial agents. Trends Microbiol. 9, 34–39 (2001).
4. Stewart, E. J., Ganesan, M., Younger, J. G. & Solomon, M. J. Artificial biofilms establish the role of matrix interactions in 
staphylococcal biofilm assembly and disassembly. Sci. Rep. 5, 13081 (2015).
5. Costerton, J. W. et al. Bacterial biofilms in nature and disease. Ann. Rev. Microbiol. 41, 435–464 (1987).
6. Gjaltema, A., Arts, P., Van Loosdrecht, M., Kuenen, J. G. & Heijnen, J. Heterogeneity of biofilms in rotating annular reactors: 
occurrence, structure, and consequences. Biotechnol. Bioeng. 44, 194–204 (1994).
7. Stewart, P. S. & Franklin, M. J. Physiological heterogeneity in biofilms. Nat. Rev. Microbiol. 6, 199–210 (2008).
8. Rendueles, O. & Ghigo, J.-M. Multi-species biofilms: how to avoid unfriendly neighbors. FEMS Microbiol. Rev. 36, 972–989 (2012).
9. Mann, E. E. & Wozniak, D. J. Pseudomonas biofilm matrix composition and niche biology. FEMS Microbiol. Rev. 36, 893–916 (2012).
10. Mulcahy, L. R., Burns, J. L., Lory, S. & Lewis, K. Emergence of Pseudomonas aeruginosa strains producing high levels of persister cells 
in patients with cystic fibrosis. J. Bacteriol. 192, 6191–6199 (2010).
11. Ochs, M. et al. The number of alveoli in the human lung. Am. J. Respir. Crit. Care Med. 169, 120–124 (2004).
12. Zhang, Q. et al. Acceleration of emergence of bacterial antibiotic resistance in connected microenvironments. Science 333, 
1764–1767 (2011).
13. Frisch, R. L. & Rosenberg, S. M. Antibiotic Resistance Not Shaken or Stirred. Science (New York, NY) 333, 1713 (2011).
14. Connell, J. L., Ritschdorff, E. T., Whiteley, M. & Shear, J. B. 3D printing of microscopic bacterial communities. Proc. Natl. Acad. Sci. 
USA 110, 18380–18385 (2013).
15. Hol, F. J. & Dekker, C. Zooming in to see the bigger picture: Microfluidic and nanofabrication tools to study bacteria. Science 346, 
1251821 (2014).
16. Drescher, K., Shen, Y., Bassler, B. L. & Stone, H. A. Biofilm streamers cause catastrophic disruption of flow with consequences for 
environmental and medical systems. Proc. Natl. Acad. Sci. USA 110, 4345–4350 (2013).
17. Boedicker, J. Q., Vincent, M. E. & Ismagilov, R. F. Microfluidic Confinement of Single Cells of Bacteria in Small Volumes Initiates 
High‐Density Behavior of Quorum Sensing and Growth and Reveals Its Variability. Angew. Chem. Int. Ed. Engl. 48, 5908–5911 
(2009).
18. Nichols, D. et al. Use of ichip for high-throughput in situ cultivation of “uncultivable” microbial species. Appl. Environ. Microbiol. 
76, 2445–2450 (2010).
19. Chang, C. B., Wilking, J. N., Kim, S. H., Shum, H. C. & Weitz, D. A. Monodisperse Emulsion Drop Microenvironments for Bacterial 
Biofilm Growth. Small 11, 3954–3961 (2015).
20. Hofmann, D., Fritz, L., Ulbrich, J. & Paul, D. Molecular simulation of small molecule diffusion and solution in dense amorphous 
polysiloxanes and polyimides. Comput. Theor. Polym. S. 10, 419–436 (2000).
21. Toepke, M. W. & Beebe, D. J. PDMS absorption of small molecules and consequences in microfluidic applications. Lab Chip 6, 
1484–1486 (2006).
22. Elabed, H. et al. Effect of long-term starvation in salty microcosm on biofilm formation and motility in Pseudomonas aeruginosa. 
World J. Microb. Biot. 29, 657–665 (2013).
23. Colvin, K. M. et al. The Pel polysaccharide can serve a structural and protective role in the biofilm matrix of Pseudomonas 
aeruginosa. PLoS Pathog. 7, e1001264–e1001264 (2011).
24. López, D., Vlamakis, H. & Kolter, R. Biofilms. Cold Spring Harb. Perspect. Biol. 2, a000398 (2010).
25. Mukhopadhyay, R. When PDMS isn’t the best. Anal. Chem. 79, 3248–3253 (2007).
26. Kohanski, M. A., Dwyer, D. J. & Collins, J. J. How antibiotics kill bacteria: from targets to networks. Nat. Rev. Microbiol. 8, 423–435 
(2010).
27. Shawar, R. M. et al. Activities of tobramycin and six other antibiotics against Pseudomonas aeruginosa isolates from patients with 
cystic fibrosis. Antimicrob. Agents Chemother. 43, 2877–2880 (1999).
28. Li, X.-Z., Livermore, D. M. & Nikaido, H. Role of efflux pump (s) in intrinsic resistance of Pseudomonas aeruginosa: resistance to 
tetracycline, chloramphenicol, and norfloxacin. Antimicrob. Agents Chemother. 38, 1732–1741 (1994).
29. Grant, S. C., Schacht, V., Escher, B. I., Hawker, D. W. & Gaus, C. An experimental solubility approach to determine PDMS-water 
partition constants and PDMS activity coefficients. Environ. Sci. Technol. 50, 3047–3054 (2016).
30. Thakral, S. & Thakral, N. K. Prediction of drug–polymer miscibility through the use of solubility parameter based Flory–Huggins 
interaction parameter and the experimental validation: PEG as model polymer. J. Pharm. Sci. 102, 2254–2263 (2013).
31. Lee, J. N., Park, C. & Whitesides, G. M. Solvent compatibility of poly (dimethylsiloxane)-based microfluidic devices. Anal. Chem. 75, 
6544–6554 (2003).
32. Peleg, A. Y., Hogan, D. A. & Mylonakis, E. Medically important bacterial–fungal interactions. Nat. Rev. Microbiol. 8, 340–349 (2010).
33. Hall-Stoodley, L., Costerton, J. W. & Stoodley, P. Bacterial biofilms: from the natural environment to infectious diseases. Nat. Rev. 
Microbiol. 2, 95–108 (2004).
34. Ligon, J. M. et al. Natural products with antifungal activity from Pseudomonas biocontrol bacteria. Pest Manag. Sci. 56, 688–695 
(2000).
35. Ghisalberti, E. & Sivasithamparam, K. Antifungal antibiotics produced by Trichoderma spp. Soil Biol. Biochem. 23, 1011–1020 
(1991).
36. Brian, P. Antibiotics produced by fungi. Bot. Rev. 17, 357–430 (1951).
37. Kawaguchi, M., Nonaka, K., Masuma, R. & Tomoda, H. New method for isolating antibiotic-producing fungi. J. Antibiot. 66, 17–21 
(2013).
www.nature.com/scientificreports/
9Scientific RepoRts | 6:30578 | DOI: 10.1038/srep30578
38. Whiteway, M. & Bachewich, C. Morphogenesis in Candida albicans. Annu. Rev. Microbiol. 61, 529–553 (2007).
39. Cugini, C. et al. Farnesol, a common sesquiterpene, inhibits PQS production in Pseudomonas aeruginosa. Mol. Microbiol. 65, 
896–906 (2007).
40. Hogan, D. A. & Kolter, R. Pseudomonas-Candida interactions: an ecological role for virulence factors. Science 296, 2229–2232 
(2002).
41. Kerr, J. et al. Pseudomonas aeruginosa pyocyanin and 1-hydroxyphenazine inhibit fungal growth. J. Clin. Pathol. 52, 385–387 (1999).
42. Falsetta, M. L. et al. Symbiotic relationship between Streptococcus mutans and Candida albicans synergizes virulence of plaque 
biofilms in vivo. Infect. Immun. 82, 1968–1981 (2014).
43. Gu, H., Hou, S., Yongyat, C., De Tore, S. & Ren, D. Patterned biofilm formation reveals a mechanism for structural heterogeneity in 
bacterial biofilms. Langmuir 29, 11145–11153 (2013).
44. Utada, A. S. et al. Monodisperse double emulsions generated from a microcapillary device. Science 308, 537–541 (2005).
45. Lee, D. & Weitz, D. A. Double Emulsion-Templated Nanoparticle Colloidosomes with Selective Permeability. Adv. Mater. 20, 
3498–3503 (2008).
Acknowledgements
This work was supported by NSF Grant No. DMR-1120901 (Penn MRSEC) and PIRE-1545884. T.H.R.N. was 
supported by the Postdoctoral Fellowship for Academic Diversity Program (University of Pennsylvania) and 
the Consortium for Ocean Leadership, Inc. (Prime award # SA15-19). H.K. was supported by NIH/NIDCR 
grants R01DE018023 and R01DE025220. L.H. and H.J. were supported by Natural Science Foundation of China 
(NSFC) grant #11372093 and China Scholarship Council (CSC) Grant #201306120117. We also thank Dacheng 
Ren (Syracuse University) for providing the E. coli strains; Knut Drescher (Max Planck Institute for Terrestrial 
Microbiology, Germany) for P. aeruginosa PA14 strains.
Author Contributions
T.H.R.N., D.L. and K.J.S. conceived the experiments, T.H.R.N. and L.H. conducted the experiments, T.H. 
R.N., D.L. and K.S. analyzed the results, D.L., K.J.S., H.J., M.G. and H.K. supervised the work. The manuscript 
was written through contributions of all authors. All authors have given approval to the final version of the 
manuscript.
Additional Information
Supplementary information accompanies this paper at http://www.nature.com/srep
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Niepa, T. H. R. et al. Microbial Nanoculture as an Artificial Microniche. Sci. Rep. 6, 
30578; doi: 10.1038/srep30578 (2016).
This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 
unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/
 
© The Author(s) 2016
1Scientific RepoRts | 7:42568 | DOI: 10.1038/srep42568
www.nature.com/scientificreports
Corrigendum: Microbial 
Nanoculture as an Artificial 
Microniche
Tagbo H. R. Niepa, Likai Hou, Hongyuan Jiang, Mark Goulian, Hyun Koo, Kathleen J. Stebe & 
Daeyeon Lee
Scientific Reports 6:30578; doi: 10.1038/srep30578; published online 01 August 2016; updated on 22 February 2017
The Acknowledgements section in this Article is incomplete.
“This work was supported by NSF Grant No. DMR-1120901 (Penn MRSEC) and PIRE-1545884. T.H.R.N. was 
supported by the Postdoctoral Fellowship for Academic Diversity Program (University of Pennsylvania) and 
the Consortium for Ocean Leadership, Inc. (Prime award #SA15-19). H.K. was supported by NIH/NIDCR 
grants R01DE018023 and R01DE025220. L.H. and H.J. were supported by Natural Science Foundation of China 
(NSFC) grant #11372093 and China Scholarship Council (CSC) Grant #201306120117. We also thank Dacheng 
Ren (Syracuse University) for providing the E. coli strains; Knut Drescher (Max Planck Institute for Terrestrial 
Microbiology, Germany) for P. aeruginosa PA14 strains”.
should read:
“This research was made possible in part by a grant from The Gulf of Mexico Research Initiative, NSF Grant No. 
DMR-1120901 (Penn MRSEC), and PIRE-1545884. T.H.R. N. was supported by the Postdoctoral Fellowship 
for Academic Diversity Program (University of Pennsylvania). H.K. was supported by NIH/NIDCR grants 
R01DE018023 and R01DE025220. L.H. and H.J. were supported by Natural Science Foundation of China 
(NSFC) grant #11372093 and China Scholarship Council (CSC) Grant #201306120117. We also thank Dacheng 
Ren (Syracuse University) for providing the E. coli strains; Knut Drescher (Max Planck Institute for Terrestrial 
Microbiology, Germany) for P. aeruginosa PA14 strains. Data are publicly available through the Gulf of Mexico 
Research Initiative Information & Data Cooperative (GRIIDC) at https://data.gulfresearchinitiative.org 
(doi:10.7266/N78G8HQC, doi:10.7266/N7D50K1B)”.
This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 
unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/
 
© The Author(s) 2017
OPEN
